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[ Abstract ] Objective To detect the protein expression of lysosome-associated protein
transmembrane-4 beta ( LAPTM4B) in glioma tissues, and to determine its effect on cell proliferation and
invasiveness and its correlation with prognosis. Methods A total of 86 glioma patients who underwent
surgical resection in our hospital from June 2011 to June 2015 were recruited in this study, and they were
followed up till June 30, 2018. In the same period, 25 cases of normal brain tissues were selected.
Immunohistochemical assay (SP) was used to detect LAPTM4B protein expression in gliomas and normal

brain tissues. Kaplan-Meier analysis and Log-Rank test were performed for survival analysis. Cox proportional
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hazards model analysis was carried out for risk factors affecting prognosis. U251 cells were cultured and
divided into siRNA-LAPTM4B group, siRNA-NC group and blank group. The expression of LAPTM4B in the
cells was detected by real-time fluorescent quantitative PCR. Cell proliferation was detected by MTT assay and
colony formation assay. Cell migration and invasion was detected by Transwell assay. The protein levels of
LAPTM4B, E-cadherin, N-cadherin and Vimentin were detected by Western blotting. Results The positive
rate of LAPTM4B protein was 77.91% in glioma tissues, which was higher by 28. 00% than that in the normal
brain tissues (P<0.001). The positive expression rate of LAPTM4B protein had statistical difference with
different WHO grades (P<0.05). Kaplan-Meier survival analysis showed that the median survival time and
cumulative survival rate were significantly lower in the LAPTM4B-positive group than the negative group (P=
0.002). Cox proportional hazard model analysis indicated that WHO classification and LAPTM4B protein
expression were risk factors for prognosis of glioma patients ( P<0.05). Compared with the siRNA-NC group
and the blank group, the relative expression of LAPTM4B at mRNA and protein levels were decreased in the
siRNA-LAPTM4B group (P<0. 05), and the cell proliferation at 24, 48, 72 and 96 h, the numbers of
cellular clone, migrated cells and invasive cells, and protein levels of N-cadherin and Vimentin were

decreased, while the level of E-cadherin protein was increased in the siRNA-LAPTM4B group (all P<0.05).

http : //aammt. tmmu. edu. cn

Conclusion

LAPTM4B protein is highly expressed in glioma tissues, and promotes cell proliferation and

invasion, which may be associated with epithelial-mesenchymal transition. Its expression level is correlated

with prognosis of the patients.
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741 ( siRNA-LAPTM4B ) F1 BF 44 X B8 5 51] ( siRNA-NC)
Hi ¥ SERH AR WIRHECA FRA Rl G 5% A PCR X
50 H Promega 2\ 7], LAPTM4B #1 GAPDH 4 T.4E
YRR L) I A BRA vl it i, MTT W B L
REEA YL ], Transwell /NEE W B Corning 23 A,
Matrigel 2 i B8 W B BD 2\ &), S it A E-cadherin ,



http ://aammt. tmmu. edu. cn

= FEE R 2E2ER ,2019,41(15) 1433

N-cadherin }, Vimentin —#${4 [ Proteintech 23] o

1.3 F%

1.3.1 fEdife K H S-P LA LAPTM4B (1)
XML, AR E RE A E LR QYo gn JE .
FICHe 0 R 0 W s T 0.1.2.3 43
QAT E 0 e 3 <5% 5% ~ 25% ,25% ~ 50%
50% ~75% . >T5% 453 BT 0.1.2.3.4 43, K DOx@
T FELE R ,0~3 0 HIIPE(-) , =4 3 HHME(+) .
FASRERY) 8 B e R 2 AL B R AT BRI Y
P T VR 8 SR

1.3.2 ZiffassEse & 10% R4 M ) DMEM K
FRHAE 37°C M FRJE 5% CO, 355546 rhoxt U251 4
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Eit 0 B SE Wald P HR(95%CI)
P 0. 040 0.284 0. 020 0. 887 1.041(0.597~1.817)
AR 0.105 0.270 0.152 0. 697 1.111(0.654~1.886)
Jiges o7 0. 091 0.299 0. 092 0.762 1.095(0.609~1.968)
Jifr8a /1N 0.184 0.277 0.442 0. 506 1.202(0. 699 ~2.069)
WHO 4344 0.961 0.268 12. 853 0. 000 2.614(1.546~4.421)
KPS $£43 0. 089 0.244 0.134 0.715 1.093(0.678~1.762)
LAPTMA4B & [1 %3k 0.677 0.336 4. 069 0. 044 1.969(1.019~3. 802)
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LN 0. 13£0. 04 0. 400. 05 0.500. 02 0. 66+0. 03 0.80+0. 04

F 0.922 24.567 26.954 9.968 9.270
0.419 <0.001 <0.001 0. 002 0. 002

a;P<0.05,%5 % G4 kii ;b P<0.05,% siRNA-NC 41 1k4k
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sIRNA-NC 20 F1 75 11 41 41 il o2 B 5503 501 Ry (40. 62 =
5.73) ((154.24+9. 14) (148.29+13.73) 4, 41 [Al Lt
WERE G XL (F=241.440,P<0.001) , siRNA-
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B3 REMASSKGN 3 AMMEIGHEES (LHhFEkE)

2.7 LAPTM4B *ffig Fi /& 4m JeL iT #%5 A dz 52 71 69 %5 )
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SHA(P<0.05,%4),
2.8 LAPTM4B 3+ ik & 7% 2m . F E-cadherin , N-cad-
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il e 2l Uk 1224k
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2H 5 LAPTM4B % E-cadherin 5 [ N-cadherin % [ Vimentin # [
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siRNA-NC £ 0. 820. 06 0. 16+0. 04 0. 66+0. 09 0. 87+0. 08
2 HU 0. 80+0. 10 0. 180. 03 0. 68+0. 05 0.900. 04
F 89. 063 338.974 108.218 65. 671
P <0. 001 <0. 001 <0. 001 <0. 001

a;P<0.05,%5 % G4 kii ;b P<0.05,%5 siRNA-NC 41 1b4k
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IR, L] LAPTM4B 2 [ 30k 5 e ios (i & 4R

TEI 8] S A A7 245 3, Cox Fb A9 XU 6 20 760 45 7 4 SR
— IR, LAPTMAB £ [ 3% 3K J2 52 ) 1 50 098 A8 3 Tl
Ja R R 2, 278 LAPTM4B 2 11 3R 3K 5 I i i
FH G VI, X5 DONG %7 fF 5t 45 ] — 3%,
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Vil LAPTM4B 54112284 ¢, T 18 LAPTM4B 5[4
FIRAARANE U251 4ifiEiRZ8 1. Whos kB, b Rk-
(i) i 2 A ] i 0 g A B 2 25 b R 20 B R 1, T AR
i 96 240 B 3 5 3F A% B4R 28 0 o i g R 1 A i
PRl ARBET 45 S %, siRNA-LAPTM4B 41 41 g
N-cadherin F1 Vimentin #& [ 3535 81K T siRNA-NC 21
7S 41, 1 E-cadherin 8 [ 3835 5 0 757, 5HH T 4
LAPTMAB J [K] 335 W] A %00 il 4t b iz - ) Jo 5 Ak iy
KA, 48 LAPTM4B ] G858 o 45 I Bz -[a] i
AL RS 5 T U251 4Bkt F
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